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Small proline-rich protein

070554 2B SPR2B_MOUSE 5 0.29
Hypoxanthine-guanine

P00493 phosphoribosyltransferase | HPRT MOUSE 13 0.29
Ras-related protein Rab-

P46638 11B RB11B_MOUSE 16 0.29

Q07076 Annexin A7 ANXA7 _MOUSE 23 0.29

Q61879 Myosin-10 MYH10_MOUSE 125 0.29
Cysteine-rich and
transmembrane domain-

Q8K353 containing protein 1 CYTM1 MOUSE 2 0.29
ATP-dependent RNA

Q8VDWO helicase DDX39A DX39A MOUSE 26 0.29
Redox-regulatory protein

Q9CYH2 FAM213A F213A_MOUSE 14 0.29
Interferon-induced

Q9D103 transmembrane protein 1 IFM1_MOUSE 2 0.29
Sulfide:quinone
oxidoreductase,

Q9R112 mitochondrial SQRD_MOUSE 32 0.29
Epididymis-specific alpha-

054782 mannosidase MA2B2 MOUSE 44 0.28
Peptidyl-prolyl cis-trans

P30416 isomerase FKBP4 FKBP4 MOUSE 30 0.28

P47964 60S ribosomal protein L36 | RL36  MOUSE 7 0.28
High mobility group protein

P63158 B1 HMGB1_MOUSE 11 0.28

Q3UQ28 Peroxidasin homolog PXDN MOUSE 86 0.28
Proteasome subunit beta

Q60692 type-6 PSB6_MOUSE 11 0.28
Serine/arginine-rich splicing

Q62093 factor 2 SRSF2_MOUSE 11 0.28

Q6IRUS5 Clathrin light chain B CLCB_MOUSE 10 0.28
Transmembrane emp24
domain-containing protein

Q78IS1 3 TMED3_MOUSE 13 0.28
CDGSH iron-sulfur domain-

Q91WSO0 containing protein 1 CISD1 _MOUSE 6 0.28
Bifunctional purine

Q9CWJ9 biosynthesis protein PURH | PUR9 MOUSE 35 0.28
Ras-related protein Rab-

Q9ERI2 27A RB27A_MOUSE 13 0.28
EGF-containing fibulin-like
extracellular matrix protein

QIWVJ9 2 FBLN4 MOUSE 23 0.28
Proteasome subunit beta

009061 type-1 PSB1 _MOUSE 14 0.27
Dynein light chain Tctex-

P51807 type 1 DYLT1 MOUSE 7 0.27
Dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase

P61804 subunit DAD1 DAD1_MOUSE 5 0.27

P83882 60S ribosomal protein L36a | RL36A MOUSE 6 0.27

Q8R3G9 Tetraspanin-8 TSN8 MOUSE 8 0.27

Q91X52 L-xylulose reductase DCXR_MOUSE 15 0.27
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Phenylalanine--tRNA ligase

Q9WUA2 beta subunit SYFB_MOUSE 41 0.27

Q972W0 Aspartyl aminopeptidase DNPEP_MOUSE 24 0.27
D-dopachrome

035215 decarboxylase DOPD_MOUSE 9 0.26
Transcription elongation

P62869 factor B polypeptide 2 ELOB_MOUSE 9 0.26
Probable ATP-dependent

Q61656 RNA helicase DDX5 DDX5_MOUSE 35 0.26
Alcohol dehydrogenase

Q64437 class 4 mu/sigma chain ADH7 MOUSE 23 0.26

Q6PCW6 Cornifelin CNFN_MOUSE 2 0.26
Aflatoxin B1 aldehyde

Q8CG76 reductase member 2 ARK72_MOUSE 17 0.26
Glycogen phosphorylase,

Q8CI94 brain form PYGB_MOUSE 53 0.26
ATP-dependent RNA

Q91VR5 helicase DDX1 DDX1_MOUSE 46 0.26

Q91YD6 Villin-like protein VILL MOUSE 51 0.26
EF-hand domain-containing

Q9D8Y0 protein D2 EFHD2 MOUSE 16 0.26

P12023 Amyloid beta A4 protein A4 MOUSE 39 0.25
Thioredoxin-dependent
peroxide reductase,

P20108 mitochondrial PRDX3 MOUSE 15 0.25

P46735 Unconventional myosin-Ib MYO1B MOUSE 70 0.25

Q02248 Catenin beta-1 CTNB1 MOUSE 42 0.25
N-acetylgalactosamine-6-

Q571E4 sulfatase GALNS_MOUSE 25 0.25

Q8BK67 Protein RCC2 RCC2_MOUSE 32 0.25

Q8K214 Beta-mannosidase MANBA MOUSE 49 0.25
26S proteasome non-
ATPase regulatory subunit

Q8VDM4 2 PSMD2_MOUSE 56 0.25
Cytosolic acyl coenzyme A

Q91Vv12 thioester hydrolase BACH MOUSE 20 0.25

Q9DOF3 Protein ERGIC-53 LMAN1 MOUSE 25 0.25

Q9D1R9 60S ribosomal protein L34 | RL34_MOUSE 6 0.25
Protein arginine N-

Q9JIFO methyltransferase 1 ANM1 MOUSE 20 0.25
4F2 cell-surface antigen

P10852 heavy chain 4F2_MOUSE 30 0.24
Small nuclear

P62320 ribonucleoprotein Sm D3 SMD3_MOUSE 9 0.24
Histidine triad nucleotide-

P70349 binding protein 1 HINT1 MOUSE 8 0.24
Short-chain specific acyl-
CoA dehydrogenase,

Q07417 mitochondrial ACADS MOUSE 21 0.24
Inter-alpha-trypsin inhibitor

Q61703 heavy chain H2 ITIH2 MOUSE 48 0.24
Brain-specific angiogenesis
inhibitor 1-associated

Q8BKX1 protein 2 BAIP2_MOUSE 42 0.24

Q8BT60 Copine-3 CPNE3_MOUSE 26 0.24
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Thioredoxin domain-

Q9CQM5 containing protein 17 TXD17 MOUSE 8 0.24
Transmembrane protein

Q9IDCV5 254 TM254 MOUSE 4 0.24
Glutamate--cysteine ligase

009172 regulatory subunit GSHO MOUSE 12 0.23

P23953 Carboxylesterase 1C EST1C_MOUSE 25 0.23
Nucleosome assembly

P28656 protein 1-like 1 NP1L1 MOUSE 13 0.23

P62900 60S ribosomal protein L31 | RL31_MOUSE 7 0.23
Heat shock 70 kDa protein

Q61316 4 HSP74 MOUSE 57 0.23

Q64310 Surfeit locus protein 4 SURF4 MOUSE 9 0.23
UDP-
glucuronosyltransferase 1-

Q64435 6 UD16_MOUSE 25 0.23
Heterogeneous nuclear

Q9CX86 ribonucleoprotein A0 ROAO MOUSE 15 0.23

Q9D0T1 NHP2-like protein 1 NH2L1 MOUSE 9 0.23
DnaJ homolog subfamily A

Q9QYJO member 2 DNJA2_MOUSE 23 0.23

P16045 Galectin-1 LEG1 MOUSE 9 0.22
Cation-dependent
mannose-6-phosphate

P24668 receptor MPRD_MOUSE 18 0.22

P50247 Adenosylhomocysteinase SAHH_MOUSE 27 0.22

P63276 40S ribosomal protein S17 | RS17 MOUSE 6 0.22

Q02496 Mucin-1 MUC1 MOUSE 11 0.22
Ubiquitin thioesterase

Q7TQI3 OTUB1 OTUB1_MOUSE 15 0.22
Enoyl-CoA hydratase,

Q8BH95 mitochondrial ECHM_MOUSE 18 0.22
U6 snRNA-associated Sm-

Q8VvC85 like protein LSm1 LSM1 MOUSE 11 0.22

Q99JZ0 Syntenin-2 SDCB2_MOUSE 16 0.22
Acyl-coenzyme A

Q9CQR4 thioesterase 13 ACO13 MOUSE 10 0.22
Interferon-induced

Q9CQW9 transmembrane protein 3 IFM3_MOUSE 4 0.22
Multifunctional protein

Q9IDCL9 ADE2 PUR6 MOUSE 27 0.22

Q9EQK5 Major vault protein MVP_MOUSE 51 0.22
Acidic leucine-rich nuclear
phosphoprotein 32 family

Q9ESTS5 member B AN32B MOUSE 12 0.22
Mitochondrial dicarboxylate

Q9QzD8 carrier DIC_MOUSE 17 0.22
Ectonucleoside
triphosphate

Q9WUZ9 diphosphohydrolase 5 ENTP5 MOUSE 24 0.22

008992 Syntenin-1 SDCB1_MOUSE 15 0.21

055131 Septin-7 SEPT7_MOUSE 26 0.21
26S protease regulatory

088685 subunit 6A PRS6A_MOUSE 26 0.21

P10923 Osteopontin OSTP_MOUSE 12 0.21
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Cytochrome c oxidase
P12787 subunit 5A, mitochondrial COX5A MOUSE 10 0.21
Spectrin alpha chain, non-
P16546 erythrocytic 1 SPTN1_MOUSE 189 0.21
P20352 Tissue factor TF_MOUSE 17 0.21
P21460 Cystatin-C CYTC_MOUSE 10 0.21
P35564 Calnexin CALX_MOUSE 27 0.21
Enoyl-CoA delta isomerase
P42125 1, mitochondrial ECI1_MOUSE 18 0.21
F-actin-capping protein
P47753 subunit alpha-1 CAZA1_MOUSE 17 0.21
F-actin-capping protein
P47754 subunit alpha-2 CAZA2_MOUSE 15 0.21
V-type proton ATPase
P50516 catalytic subunit A VATA _MOUSE 37 0.21
Thiosulfate
P52196 sulfurtransferase THTR_MOUSE 18 0.21
V-type proton ATPase 16
P63082 kDa proteolipid subunit VATL MOUSE 3 0.21
Q00915 Retinol-binding protein 1 RET1_MOUSE 12 0.21
2-oxoglutarate
dehydrogenase,
Q60597 mitochondrial ODO1 MOUSE 52 0.21
Q6ZQI3 Malectin MLEC_MOUSE 18 0.21
Q8C1B7 Septin-11 SEP11_MOUSE 25 0.21
Q8R164 Valacyclovir hydrolase BPHL _MOUSE 23 0.21
Epidermal growth factor
receptor kinase substrate
Q99K30 8-like protein 2 ES8L2 MOUSE 40 0.21
Dihydrolipoyllysine-residue
succinyltransferase
component of 2-
oxoglutarate
dehydrogenase complex,
Q9ID2G2 mitochondrial OD0O2_MOUSE 23 0.21
Q9EQUS Protein SET SET_MOUSE 12 0.21
Acyl-coenzyme A
thioesterase 9,
Q9R0X4 mitochondrial ACOT9 MOUSE 30 0.21
Succinyl-CoA ligase [ADP-
forming] subunit beta,
Q97219 mitochondrial SUCB1_MOUSE 31 0.21
P62204 Calmodulin CALM_MOUSE 9 0.2
P97326 Cadherin-6 CADH6_MOUSE 40 0.2
Q02819 Nucleobindin-1 NUCB1_MOUSE 29 0.2
Hydroxyacyl-coenzyme A
dehydrogenase,
Q61425 mitochondrial HCDH_MOUSE 19 0.2
Echinoderm microtubule-
Q7TNG5 associated protein-like 2 EMAL2 MOUSE 31 0.2
Q80UW2 F-box only protein 2 FBX2 MOUSE 14 0.2
Aldehyde dehydrogenase
Q80VQO family 3 member B1 AL3B1 MOUSE 24 0.2
Glutaredoxin-related
Q80Y14 protein 5, mitochondrial GLRX5 MOUSE 8 0.2
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Calcium-binding
mitochondrial carrier

Q8BMD8 protein SCaMC-1 SCMC1_MOUSE 29 0.2
NADH dehydrogenase
[ubiquinone] 1 alpha

Q9ERS2 subcomplex subunit 13 NDUAD_MOUSE 10 0.2

Q9WVJ3 Carboxypeptidase Q CBPQ MOUSE 21 0.2
Eukaryotic translation
initiation factor 2 subunit 3,

Q9Z0N1 X-linked IF2G_MOUSE 24 0.2

Q971Q9 Valine--tRNA ligase SYVC_ _MOUSE 66 0.2
L-lactate dehydrogenase B

P16125 chain LDHB_MOUSE 21 0.19

P27046 Alpha-mannosidase 2 MA2A1 MOUSE 63 0.19

P70372 ELAV-like protein 1 ELAV1 MOUSE 17 0.19
Microsomal glutathione S-

Q91VS7 transferase 1 MGST1 MOUSE 6 0.19
Epithelial cell adhesion

Q99JW5 molecule EPCAM_MOUSE 14 0.19
ATP-dependent (S)-
NAD(P)H-hydrate

Q9Cz42 dehydratase NNRD_MOUSE 18 0.19

Q9D1MO Protein SEC13 homolog SEC13 MOUSE 13 0.19
ATP synthase subunit

Q9D3D9 delta, mitochondrial ATPD_MOUSE 5 0.19

Q9DAW9 Calponin-3 CNN3_MOUSE 18 0.19
Eukaryotic translation

Q90QzD9 initiation factor 3 subunit | EIF3I MOUSE 22 0.19
Nuclear migration protein

035685 nudC NUDC_MOUSE 23 0.18

070492 Sorting nexin-3 SNX3_MOUSE 10 0.18

Q61990 Poly(rC)-binding protein 2 PCBP2 MOUSE 18 0.18
Transmembrane channel-

Q7TQ65 like protein 4 TMC4_MOUSE 33 0.18

Q80YX1 Tenascin TENA MOUSE 105 0.18

Q8JZM8 Mucin-4 MUC4_MOUSE 115 0.18
Aldo-keto reductase family

Q8K023 1 member C18 AKC1H_MOUSE 22 0.18
DnaJ homolog subfamily C

Q91YW3 member 3 DNJC3 MOUSE 32 0.18
Tubulin polymerization-
promoting protein family

Q9CRB6 member 3 TPPP3 MOUSE 14 0.18
Heterogeneous nuclear

Q9DOE1 ribonucleoprotein M HNRPM MOUSE | 52 0.18
ATP synthase subunit d,

Q9DCX2 mitochondrial ATP5H MOUSE 11 0.18
Peroxisomal acyl-

Q90QXD1 coenzyme A oxidase 2 ACOX2 MOUSE 41 0.18
Mitochondrial import
receptor subunit TOM40

Q9QYA2 homolog TOM40 MOUSE 12 0.18
Transmembrane protein

B2RWJ3 240 TM240_MOUSE 6 0.17
Beta-hexosaminidase

P20060 subunit beta HEXB MOUSE 30 0.17
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P26231 Catenin alpha-1 CTNA1 MOUSE 56 0.17
Connective tissue growth

P29268 factor CTGF_MOUSE 24 0.17
Peroxisomal multifunctional

P51660 enzyme type 2 DHB4 MOUSE 40 0.17
Translationally-controlled

P63028 tumor protein TCTP_MOUSE 7 0.17
Serine/arginine-rich splicing

P84104 factor 3 SRSF3_MOUSE 10 0.17

Q64176 Carboxylesterase 1E EST1E_MOUSE 26 0.17
Retinoic acid-induced

Q8BHL4 protein 3 RAI3_MOUSE 13 0.17

Q8BI08 Protein MAL2 MAL2_MOUSE 2 0.17
Phosphoserine

Q99K85 aminotransferase SERC_MOUSE 27 0.17

Q99KK7 Dipeptidyl peptidase 3 DPP3 MOUSE 46 0.17

Q9CX00 IST1 homolog ISTL_ MOUSE 12 0.17
EH domain-containing

Q9EQP2 protein 4 EHD4 MOUSE 32 0.17

Q9QUR6 Prolyl endopeptidase PPCE_MOUSE 47 0.17

Q90QZ0Q8 Core histone macro-H2A.1 | H2AY MOUSE 19 0.17

P15864 Histone H1.2 H12_ _MOUSE 12 0.16
Chromobox protein

P23198 homolog 3 CBX3 MOUSE 10 0.16
Isocitrate dehydrogenase
[NAD] subunit gamma 1,

P70404 mitochondrial IDHG1_MOUSE 17 0.16
Cysteine and glycine-rich

P97315 protein 1 CSRP1 MOUSE 14 0.16
Mitogen-activated protein

Q63844 kinase 3 MK03_MOUSE 22 0.16
Serine/threonine-protein
phosphatase 2A 65 kDa
regulatory subunit A alpha

Q76MZ3 isoform 2AAA_MOUSE 39 0.16
Cytoskeleton-associated

Q8BMK4 protein 4 CKAP4 MOUSE 40 0.16
3-ketoacyl-CoA thiolase,

Q8BWT1 mitochondrial THIM_MOUSE 24 0.16

Q8VvCC2 Liver carboxylesterase 1 EST1 MOUSE 23 0.16
Signal peptidase complex

Q9R0OP6 catalytic subunit SEC11A SC11A MOUSE 12 0.16
Actin-related protein 2/3

Q9R0Q6 complex subunit 1A ARC1A MOUSE 23 0.16
Putative pre-mRNA-splicing
factor ATP-dependent RNA

035286 helicase DHX15 DHX15 MOUSE 43 0.15
Lysosome-associated

P11438 membrane glycoprotein 1 LAMP1 MOUSE 18 0.15
Programmed cell death

P12815 protein 6 PDCD6 MOUSE 10 0.15
Beta-1,4-

P15535 galactosyltransferase 1 B4GT1 MOUSE 19 0.15

P61161 Actin-related protein 2 ARP2 MOUSE 21 0.15
Tumor susceptibility gene

Q61187 101 protein TS101_MOUSE 18 0.15

C
ke
)

©

S

-
L
£

>

|
©
-+

C

(0]

S
9

Q

Q

>
(0p)

.

(7]

€
L

C

(]
<

O

()
b
(%]
i)

()
©

O
=

O

0w

©

(]
i)
(@]




Disease Models & Mechanisms 9: doi:10.1242/dmm.026658: Supplementary infor

Spectrin beta chain, non-

Q62261 erythrocytic 1 SPTB2 MOUSE 161 0.15

Q62470 Integrin alpha-3 ITAS_ MOUSE 40 0.15

Q64324 Syntaxin-binding protein 2 STXB2 MOUSE 40 0.15
High affinity copper uptake

Q8K211 protein 1 COPT1 MOUSE 3 0.15

Q8R2S8 CD177 antigen CD177_MOUSE 37 0.15
Soluble calcium-activated

Q8VCF1 nucleotidase 1 CANT1 MOUSE 27 0.15

Q9CZ30 Obg-like ATPase 1 OLA1l_MOUSE 26 0.15

Q9DBP5 UMP-CMP kinase KCY_MOUSE 11 0.15
UPF0585 protein C160rf13

QIDCS2 homolog CP013_MOUSE 0.15
Isovaleryl-CoA
dehydrogenase,

Q9JHI5 mitochondrial IVD_MOUSE 24 0.15
Calcium and integrin-

Q9Z0F4 binding protein 1 CiB1_MOUSE 15 0.15

Q97261 Claudin-7 CLD7 MOUSE 4 0.15

088668 Protein CREG1 CREG1 MOUSE 11 0.14
Urokinase-type

P06869 plasminogen activator UROK_MOUSE 25 0.14

P10833 Ras-related protein R-Ras RRAS MOUSE 16 0.14

P28301 Protein-lysine 6-oxidase LYOX_ _MOUSE 20 0.14
Creatine kinase U-type,

P30275 mitochondrial KCRU_MOUSE 26 0.14

P35282 Ras-related protein Rab-21 | RAB21 MOUSE 15 0.14

P35293 Ras-related protein Rab-18 | RAB18 MOUSE 14 0.14
Mannosyl-oligosaccharide

P45700 1,2-alpha-mannosidase IA | MA1A1_MOUSE 37 0.14
Vacuolar protein sorting-

P46467 associated protein 4B VPS4B MOUSE 27 0.14
26S protease regulatory

P46471 subunit 7 PRS7 MOUSE 31 0.14
26S protease regulatory

P54775 subunit 6B PRS6B_MOUSE 22 0.14

P84099 60S ribosomal protein L19 | RL19_MOUSE 9 0.14
Probable ATP-dependent

Q501J6 RNA helicase DDX17 DDX17 MOUSE 35 0.14
Platelet-activating factor

Q60963 acetylhydrolase PAFA MOUSE 23 0.14

Q62165 Dystroglycan DAG1 MOUSE 42 0.14

Q781Q7 Zinc transporter ZIP4 S39A4 MOUSE 18 0.14
26S proteasome non-
ATPase regulatory subunit

Q8BG32 11 PSD11_MOUSE 32 0.14
Cell surface glycoprotein

Q8R2Y2 MUC18 MUC18 MOUSE 34 0.14
CDP-diacylglycerol--inositol

Q8VDP6 3-phosphatidyltransferase CDIPT_MOUSE 10 0.14
Splicing factor, proline- and

Q8VI1J6 glutamine-rich SFPQ_MOUSE 31 0.14
Eukaryotic initiation factor

Q91VC3 4A-Il1 IF4A3_MOUSE 25 0.14
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Thioredoxin domain-
Q91W90 containing protein 5 TXND5 MOUSE 23 0.14
GrpE protein homolog 1,
Q99LP6 mitochondrial GRPE1_MOUSE 17 0.14
Q9DCT8 Cysteine-rich protein 2 CRIP2_MOUSE 11 0.14
5~(3~)-
deoxyribonucleotidase,
Q9IM14 cytosolic type NT5C_MOUSE 11 0.14
QIWTI7 Unconventional myosin-Ic MYO1C_MOUSE 66 0.14
Q9WTL2 Ras-related protein Rab-25 | RAB25 MOUSE 14 0.14
Succinyl-CoA ligase [GDP-
forming] subunit beta,
Q97218 mitochondrial SUCB2_MOUSE 30 0.14
Superoxide dismutase
P09671 [Mn], mitochondrial SODM_MOUSE 13 0.13
P35762 CD81 antigen CD81_MOUSE 7 0.13
P40240 CD?9 antigen CD9 MOUSE 6 0.13
P51855 Glutathione synthetase GSHB MOUSE 29 0.13
Hepatoma-derived growth
P51859 factor HDGF_MOUSE 16 0.13
Eukaryotic translation
P63073 initiation factor 4E IF4AE_MOUSE 14 0.13
P70202 Latexin LXN_MOUSE 6 0.13
26S proteasome non-
ATPase regulatory subunit
Q3TXS7 1 PSMD1 MOUSE 50 0.13
Platelet-activating factor
acetylhydrolase 1B subunit
Q61205 gamma PA1B3 MOUSE 17 0.13
Glycerol-3-phosphate
dehydrogenase,
Q64521 mitochondrial GPDM_MOUSE 48 0.13
Q8BHHS Clarin-3 CLRN3 MOUSE 6 0.13
Q8R016 Bleomycin hydrolase BLMH_MOUSE 28 0.13
Epidermal growth factor
receptor kinase substrate
Q8R5F8 8-like protein 1 ES8L1_MOUSE 41 0.13
Occludin/ELL domain-
Q8VCR9 containing protein 1 OCEL1 MOUSE 14 0.13
Placenta-expressed
Q8VEN2 transcript 1 protein PLET1_MOUSE 4 0.13
Carbonyl reductase family
Q91VT4 member 4 CBR4_MOUSE 14 0.13
Q91VU0 Protein FAM3C FAM3C_MOUSE 16 0.13
Tubulointerstitial nephritis
Q99JR5 antigen-like TINAL_MOUSE 22 0.13
Q99LJ1 Tissue alpha-L-fucosidase | FUCO MOUSE 25 0.13
Q9D8TO0 Protein FAM3A FAM3A_ MOUSE 15 0.13
Ubiquitin carboxyl-terminal
Q9JKB1 hydrolase isozyme L3 UCHL3 MOUSE 13 0.13
Lysosomal alpha-
009159 mannosidase MA2B1 MOUSE 47 0.12
Eukaryotic translation
055135 initiation factor 6 IF6 MOUSE 10 0.12
P12382 ATP-dependent 6- PFKAL_MOUSE 38 0.12
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phosphofructokinase, liver
type
Vascular cell adhesion

P29533 protein 1 VCAM1_MOUSE 39 0.12
Carcinoembryonic antigen-
related cell adhesion

P31809 molecule 1 CEAM1_MOUSE 18 0.12
Tryptophan--tRNA ligase,

P32921 cytoplasmic SYWC_MOUSE 33 0.12

P62918 60S ribosomal protein L8 RL8 MOUSE 14 0.12
Plasma protease C1

P97290 inhibitor IC1_MOUSE 25 0.12

Q5SYDO Unconventional myosin-Id MYO1D_MOUSE 74 0.12

Q61553 Fascin FSCN1 MOUSE 29 0.12

Q6IRU2 Tropomyosin alpha-4 chain | TPM4 MOUSE 20 0.12
Serine/arginine-rich splicing

Q6PDM2 factor 1 SRSF1 MOUSE 15 0.12
UTP--glucose-1-phosphate

Q91735 uridylyltransferase UGPA MOUSE 30 0.12
von Willebrand factor A
domain-containing protein

Q99KC8 5A VMAS5A_MOUSE 45 0.12
Pre-mRNA-processing

Q99KP6 factor 19 PRP19 MOUSE 19 0.12
Nicotinamide

Q99K0Q4 phosphoribosyltransferase | NAMPT_MOUSE 29 0.12
tRNA-splicing ligase RtcB

Q99LF4 homolog RTCB_MOUSE 29 0.12

Q9CPY7 Cytosol aminopeptidase AMPL MOUSE 32 0.12

Q9CzD3 Glycine--tRNA ligase SYG_MOUSE 50 0.12
Succinyl-CoA:3-ketoacid
coenzyme A transferase 1,

Q9D0OK2 mitochondrial SCOT1 MOUSE 25 0.12
NADH dehydrogenase
[ubiguinone] flavoprotein 2,

Q9D6J6 mitochondrial NDUV2 MOUSE 16 0.12

Q9D701 Uroplakin-3b-like protein UPK3L MOUSE 10 0.12
Brain-specific angiogenesis
inhibitor 1-associated

Q9DBJ3 protein 2-like protein 1 BI2L1 MOUSE 38 0.12
Persulfide dioxygenase

Q9DCMO ETHEZ1, mitochondrial ETHE1 MOUSE 17 0.12

Q9WUM3 Coronin-1B COR1B_MOUSE 22 0.12

G3X9C2 F-box only protein 50 FBX50 MOUSE 18 0.11
Synaptophysin-like protein

009117 1 SYPL1 MOUSE 10 0.11
Complement component 1
Q subcomponent-binding

035658 protein, mitochondrial C1QBP MOUSE 14 0.11
Proliferating cell nuclear

P17918 antigen PCNA_MOUSE 18 0.11
Non-specific lipid-transfer

P32020 protein NLTP_MOUSE 30 0.11

P40237 CD82 antigen CD82_MOUSE 11 0.11
Acidic leucine-rich nuclear

P97822 phosphoprotein 32 family AN32E_MOUSE 10 0.11
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Disease Models & Mechanisms 9: doi:10.1242/dmm.026658: Supplementary infor

member E
Tyrosine-protein kinase

Q04736 Yes YES _MOUSE 28 0.11

QOP557 Mitochondria-eating protein | MIEAP_MOUSE 29 0.11
Heterochromatin protein 1-

Q3TEA8 binding protein 3 HP1B3 MOUSE 33 0.11
DNA damage-binding

Q3U1J4 protein 1 DDB1_MOUSE 53 0.11
Stress-induced-

Q60864 phosphoprotein 1 STIP1 MOUSE 41 0.11
LIM and SH3 domain

Q61792 protein 1 LASP1 MOUSE 16 0.11
N-acetylglucosamine-6-

Q8BFR4 sulfatase GNS MOUSE 28 0.11
Serine/arginine-rich splicing

Q8BL97 factor 7 SRSF7_MOUSE 17 0.11
Eukaryotic translation

Q8JZQ9 initiation factor 3 subunit B EIF3B. MOUSE 39 0.11
Dimethylaniline
monooxygenase [N-oxide-

Q8K2I3 forming] 2 FMO2_MOUSE 30 0.11
Cytochrome b-c1 complex
subunit Rieske,

Q9CR68 mitochondrial UCRI_MOUSE 16 0.11

Q9DO0OF9 Phosphoglucomutase-1 PGM1 MOUSE 37 0.11
Alpha-aminoadipic
semialdehyde

Q9DBF1 dehydrogenase AL7A1 MOUSE 24 0.11

Q9Qz06 Toll-interacting protein TOLIP_MOUSE 14 0.11

Q9QZF2 Glypican-1 GPC1 MOUSE 33 0.11
EH domain-containing

Q9WVK4 protein 1 EHD1_MOUSE 33 0.11

Q9Z2C6 Uroplakin-1b UPK1B _MOUSE 12 0.11
Transcriptional activator

035295 protein Pur-beta PURB_ MOUSE 16 0.1

055029 Coatomer subunit beta~ COPB2 MOUSE 49 0.1
Puromycin-sensitive

Q11011 aminopeptidase PSA_MOUSE 53 0.1

Q61490 CD166 antigen CD166_MOUSE 29 0.1
Heat shock protein 105

Q61699 kDa HS105 MOUSE 54 0.1

Q64704 Syntaxin-3 STX3_MOUSE 14 0.1

Q7TSV4 Phosphoglucomutase-2 PGM2_MOUSE 36 0.1

Q8BJZ3 Protein lifeguard 3 LFG3_MOUSE 6 0.1
PDZ and LIM domain

Q8CI51 protein 5 PDLI5_MOUSE 33 0.1
Pyrroline-5-carboxylate

Q92204 reductase 2 P5CR2_MOUSE 17 0.1

Q99MN1 Lysine--tRNA ligase SYK_MOUSE 30 0.1
Succinate dehydrogenase
[ubiguinone] iron-sulfur

Q9CQA3 subunit, mitochondrial SDHB_MOUSE 24 0.1
Mitochondrial 2-
oxoglutarate/malate carrier

Q9CR62 protein M20M_MOUSE 21 0.1
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Translocon-associated

Q9CY50 protein subunit alpha SSRA MOUSE 10 0.1
Armadillo repeat-containing

Q9DOL7 protein 10 ARM10_MOUSE 13 0.1
Thioredoxin-related

Q9D710 transmembrane protein 2 TMX2_MOUSE 18 0.1

Q9D711 Pirin PIR_MOUSE 19 0.1

Q9D819 Inorganic pyrophosphatase | IPYR_MOUSE 20 0.1
Phosphatidylinositide

Q9EP69 phosphatase SAC1 SAC1 MOUSE 35 0.1
Estradiol 17-beta-

Q9EQO06 dehydrogenase 11 DHB11 MOUSE 17 0.1

A2ASQ1 Agrin AGRIN_MOUSE 89 0.09

008677 Kininogen-1 KNG1 MOUSE 30 0.09

035887 Calumenin CALU_MOUSE 17 0.09
ATP-dependent RNA

070133 helicase A DHX9 MOUSE 75 0.09
PDZ and LIM domain

070400 protein 1 PDLI1_MOUSE 19 0.09
Delta-aminolevulinic acid

P10518 dehydratase HEM2_ MOUSE 15 0.09
26S proteasome non-
ATPase regulatory subunit

P26516 7 PSMD7_MOUSE 15 0.09
Aldose reductase-related

P45377 protein 2 ALD2 MOUSE 20 0.09

Q61768 Kinesin-1 heavy chain KINH_MOUSE 64 0.09
N(4)-(beta-N-
acetylglucosaminyl)-L-

Q64191 asparaginase ASPG_MOUSE 17 0.09
Eukaryotic translation

Q6ZWX6 initiation factor 2 subunit 1 IF2A_ MOUSE 22 0.09
Calcium-binding
mitochondrial carrier

Q8BH59 protein Aralarl CMC1 MOUSE 38 0.09
Activator of 90 kDa heat
shock protein ATPase

Q8BK64 homolog 1 AHSA1 MOUSE 24 0.09
NHL repeat-containing

Q8CCH2 protein 3 NHLC3 _MOUSE 20 0.09
Procollagen

Q8K297 galactosyltransferase 1 GT251 MOUSE 40 0.09

Q8VCT3 Aminopeptidase B AMPB_MOUSE 33 0.09

Q91V61 Sideroflexin-3 SFXN3 MOUSE 20 0.09
Transmembrane protein

Q922P8 132A T132A_MOUSE 44 0.09
Leucine-rich repeat-

Q922Q8 containing protein 59 LRC59 MOUSE 18 0.09
Stomatin-like protein 2,

Q99JB2 mitochondrial STML2_MOUSE 20 0.09

Q99KP3 Lambda-crystallin homolog | CRYL1 MOUSE 20 0.09
Eukaryotic translation

Q99L45 initiation factor 2 subunit 2 IF2B_ MOUSE 22 0.09
2,4-dienoyl-CoA reductase,

Q9CQ62 mitochondrial DECR_MOUSE 23 0.09

Q9CS42 Ribose-phosphate PRPS2 MOUSE 19 0.09
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pyrophosphokinase 2
Arginine--tRNA ligase,

Q9D0I9 cytoplasmic SYRC MOUSE 42 0.09
Cytochrome c1, heme

Q9DOM3 protein, mitochondrial CY1l MOUSE 16 0.09
2-oxoglutarate and iron-
dependent oxygenase
domain-containing protein

Q9D136 3 OGFD3_MOUSE 17 0.09
Cysteine and histidine-rich
domain-containing protein

Q9D1P4 1 CHRD1_MOUSE 23 0.09
Peptidoglycan recognition

Al1A547 protein 3 PGRP3_MOUSE 19 0.08

008529 Calpain-2 catalytic subunit | CAN2_MOUSE 38 0.08
Mitogen-activated protein

008911 kinase 12 MK12_ MOUSE 23 0.08

054984 ATPase Asnhal ASNA_MOUSE 15 0.08
H-2 class |
histocompatibility antigen,

P01901 K-B alpha chain HA1B_MOUSE 19 0.08
Guanine nucleotide-binding

P30677 protein subunit alpha-14 GNA14 MOUSE 24 0.08
Dual specificity mitogen-
activated protein kinase

P31938 kinase 1 MP2K1_MOUSE 18 0.08
V-type proton ATPase

P51863 subunitd 1 VAOD1_MOUSE 17 0.08
Heterogeneous nuclear
ribonucleoprotein U-like

QOO0PI9 protein 2 HNRL2 MOUSE 41 0.08

Q04447 Creatine kinase B-type KCRB_MOUSE 21 0.08
Calcium uniporter protein,

Q3UMR5 mitochondrial MCU_MOUSE 17 0.08
Serum

Q62087 paraoxonase/lactonase 3 PON3 MOUSE 17 0.08
Radial spoke head protein

Q8BYM7 4 homolog A RSH4A_MOUSE 27 0.08
GDP-mannose 4,6

Q8KO0C9 dehydratase GMDS_MOUSE 30 0.08

Q8R1F1 Niban-like protein 1 NIBL1 MOUSE 44 0.08

Q8R5C5 Beta-centractin ACTY_MOUSE 23 0.08
RNA binding motif protein,

Q91VM5 X-linked-like-1 RMXL1 _MOUSE 33 0.08
DnaJ homolog subfamily B

Q99KV1 member 11 DJB11 MOUSE 21 0.08
NADH dehydrogenase
[ubiquinone] 1 alpha
subcomplex subunit 10,

Q99LC3 mitochondrial NDUAA MOUSE 23 0.08
Interleukin enhancer-

QICXY6 binding factor 2 ILF2_MOUSE 21 0.08
Protein transport protein

Q9D662 Sec23B SC23B_MOUSE 39 0.08
Minor histocompatibility

Q9D8V0 antigen H13 HM13 MOUSE 15 0.08

Q9DC69 NADH dehydrogenase NDUA9 MOUSE 27 0.08
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[ubiquinone] 1 alpha
subcomplex subunit 9,
mitochondrial
Solute carrier family 28
Q9ERHS8 member 3 S28A3_MOUSE 28 0.08
UPF0160 protein MYG1,
Q9JK81 mitochondrial MYG1 _MOUSE 27 0.08
26S proteasome non-
ATPase regulatory subunit
QIWVJ2 13 PSD13_MOUSE 26 0.08
008917 Flotillin-1 FLOT1 _MOUSE 31 0.07
088632 Semaphorin-3F SEM3F_MOUSE 51 0.07
088968 Transcobalamin-2 TCO2 MOUSE 23 0.07
P06909 Complement factor H CFAH MOUSE 69 0.07
P09055 Integrin beta-1 ITB1_MOUSE 39 0.07
cAMP-dependent protein
kinase type ll-alpha
P12367 regulatory subunit KAP2_MOUSE 21 0.07
P19324 Serpin H1 SERPH_MOUSE 25 0.07
P37889 Fibulin-2 FBLN2_ _MOUSE 50 0.07
Adenylosuccinate
P46664 synthetase isozyme 2 PURA2_ MOUSE 27 0.07
Heat shock 70 kDa protein
P48722 4L HS74L_MOUSE 60 0.07
Platelet-activating factor
acetylhydrolase IB subunit
P63005 alpha LIS1_MOUSE 27 0.07
DnaJ homolog subfamily A
P63037 member 1 DNJA1 MOUSE 22 0.07
P70168 Importin subunit beta-1 IMB1_MOUSE 38 0.07
P81117 Nucleobindin-2 NUCB2_MOUSE 24 0.07
P84091 AP-2 complex subunit mu AP2M1 MOUSE 29 0.07
Q04998 Inhibin beta A chain INHBA_ MOUSE 30 0.07
Epidermal growth factor
Q08509 receptor kinase substrate 8 | EPS8 MOUSE 45 0.07
S-adenosylmethionine
Q3THS6 synthase isoform type-2 METK2_ MOUSE 21 0.07
Casein kinase Il subunit
Q60737 alpha CSK21 MOUSE 21 0.07
KH domain-containing,
RNA-binding, signal
transduction-associated
Q60749 protein 1 KHDR1_MOUSE 22 0.07
Histone-binding protein
Q60972 RBBP4 RBBP4_MOUSE 15 0.07
Q61092 Laminin subunit gamma-2 LAMC2 MOUSE 69 0.07
Cullin-associated NEDD8-
Q62Q38 dissociated protein 1 CAND1 MOUSE 66 0.07
Q80YQ8 Protein RMD5 homolog A RMD5A MOUSE 26 0.07
PC-esterase domain-
Q8BGX1 containing protein 1B PED1B_MOUSE 22 0.07
Acyl-coenzyme A
Q8BWN8 thioesterase 4 ACOT4 MOUSE 21 0.07
Acetyl-CoA
Q8QZT1 acetyltransferase, THIL MOUSE 23 0.07
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mitochondrial
Regulator of chromosome

Q8VE37 condensation RCC1 MOUSE 18 0.07
Plasminogen activator
inhibitor 1 RNA-binding

Q9CY58 protein PAIRB_MOUSE 23 0.07
Cysteine--tRNA ligase,

Q9ER72 cytoplasmic SYCC_MOUSE 51 0.07

Q9WVP1 AP-1 complex subunit mu-2 | AP1IM2 MOUSE 28 0.07
Serine/threonine-protein

Q9Z2wW1 kinase 25 STK25 MOUSE 23 0.07

008528 Hexokinase-2 HXK2_MOUSE 55 0.06
116 kDa U5 small nuclear
ribonucleoprotein

008810 component U5S1 MOUSE 56 0.06
Lysosome membrane

035114 protein 2 SCRB2 MOUSE 24 0.06
Splicing factor U2AF 65

P26369 kDa subunit U2AF2_MOUSE 19 0.06
Serine--tRNA ligase,

P26638 cytoplasmic SYSC MOUSE 29 0.06

P30999 Catenin delta-1 CTND1_MOUSE 55 0.06
Serine
hydroxymethyltransferase,

P50431 cytosolic GLYC_MOUSE 28 0.06
Ras GTPase-activating

P97855 protein-binding protein 1 G3BP1 MOUSE 25 0.06
Bone morphogenetic

P98063 protein 1 BMP1 MOUSE 58 0.06
E3 ubiquitin-protein ligase

QOMW30 NEURL1B NEU1B_MOUSE 23 0.06
Keratin, type Il cytoskeletal

QOVBK2 80 K2C80_MOUSE 33 0.06
Transmembrane channel-

Q32NZ6 like protein 5 TMC5_ MOUSE 42 0.06
PDZ and LIM domain

Q3TJD7 protein 7 PDLI7 MOUSE 28 0.06

Q5XJY5 Coatomer subunit delta COPD_MOUSE 29 0.06

Q61235 Beta-2-syntrophin SNTB2_MOUSE 30 0.06
ATP-dependent RNA

Q61655 helicase DDX19A DD19A MOUSE 34 0.06
Methionine--tRNA ligase,

Q68FL6 cytoplasmic SYMC MOUSE 49 0.06
Serine/threonine-protein

Q6P9R2 kinase OSR1 OXSR1_MOUSE 27 0.06
Ras-related GTP-binding

Q7TT45 protein D RRAGD_MOUSE 23 0.06
Calcium-activated chloride

Q8BG22 channel regulator 2 CLCA2_MOUSE 45 0.06
Sorting and assembly
machinery component 50

Q8BGH2 homolog SAM50 MOUSE 29 0.06
Alanine--tRNA ligase,

Q8BGQ7 cytoplasmic SYAC_MOUSE 56 0.06
V-type proton ATPase

Q8BVE3 subunit H VATH_MOUSE 27 0.06

Q8BXZ1 Protein disulfide-isomerase | TMX3 MOUSE 25 0.06
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TMX3
Endonuclease domain-
Q8C522 containing 1 protein ENDD1 MOUSE 23 0.06
Bifunctional
glutamate/proline--tRNA
Q8CGC7 ligase SYEP_MOUSE 94 0.06
Lon protease homolog,
Q8CGK3 mitochondrial LONM_MOUSE 52 0.06
Q8KOE7 Serine incorporator 2 SERC2_MOUSE 12 0.06
NADH dehydrogenase
[ubiquinone] flavoprotein 1,
Q91YTO mitochondrial NDUV1 MOUSE 27 0.06
COP9 signalosome
Q99LD4 complex subunit 1 CSN1 MOUSE 26 0.06
Q9CWKS8 Sorting nexin-2 SNX2 MOUSE 30 0.06
Cytosolic non-specific
Q9D1A2 dipeptidase CNDP2_MOUSE 26 0.06
Cysteine sulfinic acid
Q9DBEO decarboxylase CSAD MOUSE 31 0.06
Q9DBG3 AP-2 complex subunit beta | AP2B1_MOUSE 47 0.06
Q9DBX6 Cytochrome P450 2S1 CP2S1 MOUSE 28 0.06
Q9ES97 Reticulon-3 RTN3 MOUSE 45 0.06
Cytoplasmic dynein 1
Q9JHU4 heavy chain 1 DYHC1 _MOUSE 283 0.06
Q9JIF7 Coatomer subunit beta COPB_MOUSE 56 0.06
Fas-activated
Q9JIX9 serine/threonine kinase FASTK _MOUSE 30 0.06
4-
trimethylaminobutyraldehyd
Q9JLJ2 e dehydrogenase AL9A1 MOUSE 27 0.06
Protein transport protein
Sec61 subunit alpha
Q9JLR1 isoform 2 S61A2_MOUSE 17 0.06
Q9WUM4 Coronin-1C COR1C_MOUSE 24 0.06
Fatty-acid amide hydrolase
008914 1 FAAH1 MOUSE 26 0.05
Eukaryotic translation
070194 initiation factor 3 subunitD | EIF3D MOUSE 27 0.05
089023 Tripeptidyl-peptidase 1 TPP1 MOUSE 22 0.05
Beta-hexosaminidase
P29416 subunit alpha HEXA_MOUSE 25 0.05
Serine/threonine-protein
phosphatase 2B catalytic
P48453 subunit beta isoform PP2BB_MOUSE 27 0.05
Very long-chain specific
acyl-CoA dehydrogenase,
P50544 mitochondrial ACADV_MOUSE 43 0.05
P51655 Glypican-4 GPC4 MOUSE 29 0.05
Dihydropyrimidinase-
P97427 related protein 1 DPYL1 MOUSE 33 0.05
Q3U9G9 Lamin-B receptor LBR_MOUSE 29 0.05
Q60598 Src substrate cortactin SRC8 MOUSE 28 0.05
Prolyl 4-hydroxylase
Q60715 subunit alpha-1 P4HA1 MOUSE 29 0.05
Q61545 RNA-binding protein EWS EWS_MOUSE 23 0.05
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Amine oxidase [flavin-

Q64133 containing] A AOFA MOUSE 30 0.05
Receptor-type tyrosine-

Q64455 protein phosphatase eta PTPRJ MOUSE 54 0.05

Q6DFW4 Nucleolar protein 58 NOP58 MOUSE 27 0.05
E3 ubiquitin-protein ligase

Q6PDK8 DTX4 DTX4 MOUSE 32 0.05

Q80UG5 Septin-9 SEPT9_MOUSE 40 0.05
Phosphoenolpyruvate
carboxykinase [GTP],

Q8BHO4 mitochondrial PCKGM_MOUSE 35 0.05
Isoleucine--tRNA ligase,

Q8BU30 cytoplasmic SYIC_MOUSE 67 0.05
Delta-1-pyrroline-5-
carboxylate
dehydrogenase,

Q8CHTO mitochondrial AL4A1 MOUSE 32 0.05

Q8CIEb6 Coatomer subunit alpha COPA MOUSE 76 0.05
Sphingosine-1-phosphate

Q8ROX7 lyase 1 SGPL1 MOUSE 30 0.05

Q8VCM8 Nicalin NCLN_MOUSE 22 0.05

Q91Vv92 ATP-citrate synthase ACLY_ MOUSE 61 0.05

Q91WGO0 Acylcarnitine hydrolase EST2C_MOUSE 17 0.05
Lipolysis-stimulated

Q99KG5 lipoprotein receptor LSR MOUSE 26 0.05

Q9D6Z1 Nucleolar protein 56 NOP56 MOUSE 36 0.05
Signal recognition particle

Q9DBG7 receptor subunit alpha SRPR_MOUSE 41 0.05
Transmembrane 9

Q9ET30 superfamily member 3 TM9S3 MOUSE 21 0.05
Basal cell adhesion

Q9R069 molecule BCAM_MOUSE 35 0.05

E9Q557 Desmoplakin DESP_MOUSE 207 0.04

035350 Calpain-1 catalytic subunit | CAN1 MOUSE 45 0.04

P19096 Fatty acid synthase FAS MOUSE 131 0.04
Eukaryotic translation

P23116 initiation factor 3 subunit A | EIF3A_MOUSE 90 0.04

P23780 Beta-galactosidase BGAL MOUSE 28 0.04
Long-chain-fatty-acid--CoA

P41216 ligase 1 ACSL1 MOUSE 39 0.04
Nascent polypeptide-
associated complex subunit

P70670 alpha, muscle-specific form | NACAM_MOUSE 102 0.04
Transforming growth factor-

P82198 beta-induced protein ig-h3 BGH3 MOUSE 42 0.04
Centrosomal protein of 63

Q3UPP8 kDa CEP63_MOUSE 40 0.04
Ras GTPase-activating-like

Q3UQ44 protein IQGAP2 IQGA2_MOUSE 96 0.04
Transcription intermediary

Q62318 factor 1-beta TIF1B_MOUSE 33 0.04
N-
acetylgalactosaminyltransfe

Q80VAQ rase 7 GALT7 _MOUSE 45 0.04

Q8C1A5 Thimet oligopeptidase THOP1 MOUSE 45 0.04
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Complement Cl1s-A

Q8CG14 subcomponent CS1A MOUSE 28 0.04

Q8JZ2Q2 AFG3-like protein 2 AFG32_MOUSE 53 0.04
Long-chain-fatty-acid--CoA

Q8JZR0 ligase 5 ACSL5 MOUSE 37 0.04
Elongation factor G,

Q8K0OD5 mitochondrial EFGM_MOUSE 45 0.04
Acylamino-acid-releasing

Q8R146 enzyme APEH_MOUSE 36 0.04
Choline transporter-like

Q91VAl protein 4 CTL4 MOUSE 27 0.04
NADH-ubiquinone
oxidoreductase 75 kDa

Q91VvD9 subunit, mitochondrial NDUS1 MOUSE 42 0.04
Cold shock domain-

Q91W50 containing protein E1 CSDE1_MOUSE 55 0.04
Nuclear autoantigenic

Q99MD9 sperm protein NASP_MOUSE 43 0.04
Threonine--tRNA ligase,

Q9DO0OR2 cytoplasmic SYTC MOUSE 47 0.04
Acetoacetyl-CoA

Q9D2R0 synthetase AACS_MOUSE 38 0.04
Solute carrier family 15

Q9ESO07 member 2 S15A2_MOUSE 29 0.04

Q9JHES Neutral ceramidase ASAH2_ MOUSE 25 0.04
Calcium-binding
mitochondrial carrier

Q90QXX4 protein Aralar2 CMC2_MOUSE 37 0.04

Q9QYB5 Gamma-adducin ADDG_MOUSE 31 0.04
Procollagen-lysine,2-
oxoglutarate 5-dioxygenase

Q9R0OE2 1 PLOD1 MOUSE 43 0.04

QIWTR5 Cadherin-13 CAD13_MOUSE 33 0.04
Delta-1-pyrroline-5-

Q97110 carboxylate synthase P5CS MOUSE 48 0.04
Protein-arginine deiminase

Q97185 type-1 PADI1_MOUSE 36 0.04
LETM1 and EF-hand
domain-containing protein

Q97210 1, mitochondrial LETM1_MOUSE 45 0.04
Receptor-type tyrosine-

BOV2N1 protein phosphatase S PTPRS_MOUSE 96 0.03

E9Q5G3 Kinesin-like protein KIF23 KIF23 MOUSE 53 0.03
AP-2 complex subunit

P17426 alpha-1 AP2A1 MOUSE 60 0.03

P39054 Dynamin-2 DYN2_MOUSE 56 0.03

P43406 Integrin alpha-V ITAV._MOUSE 61 0.03
Ubiquitin carboxyl-terminal

P56399 hydrolase 5 UBP5 MOUSE 43 0.03
Suppressor of
tumorigenicity 14 protein

P56677 homolog ST14 MOUSE 36 0.03

Q07139 Protein ECT2 ECT2_MOUSE 53 0.03
Dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase

Q3TDQ1 subunit STT3B STT3B_MOUSE 35 0.03
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Deleted in malignant brain
Q60997 tumors 1 protein DMBT1 MOUSE 55 0.03
Q61739 Integrin alpha-6 ITA6_ MOUSE 62 0.03
Q6P5F9 Exportin-1 XPO1l MOUSE 58 0.03
Staphylococcal nuclease
domain-containing protein
Q78PY7 1 SND1_MOUSE 58 0.03
Q8BFY9 Transportin-1 TNPO1l MOUSE 38 0.03
Isoleucine--tRNA ligase,
Q8BI1J6 mitochondrial SYIM_MOUSE 49 0.03
Q8CDG1 Piwi-like protein 2 PIWL2 MOUSE 66 0.03
E3 ubiquitin-protein ligase
Q8CFI0 NEDD4-like NED4L_MOUSE 54 0.03
Q8K310 Matrin-3 MATR3_MOUSE 46 0.03
Heterogeneous nuclear
ribonucleoprotein U-like
Q8VDM6 protein 1 HNRL1 MOUSE 45 0.03
Serrate RNA effector
Q99MR6 molecule homolog SRRT _MOUSE 49 0.03
Q99P72 Reticulon-4 RTN4_MOUSE 45 0.03
Q9EPL2 Calsyntenin-1 CSTN1 MOUSE 41 0.03
Endoplasmic reticulum
Q9EQH2 aminopeptidase 1 ERAP1 MOUSE 52 0.03
Q9JIK5 Nucleolar RNA helicase 2 DDX21_MOUSE 52 0.03
AP-3 complex subunit beta-
Q9Z1T1 1 AP3B1 MOUSE 64 0.03
Receptor-type tyrosine-
A2A8L5 protein phosphatase F PTPRF_MOUSE 105 0.02
B2RXS4 Plexin-B2 PLXB2 MOUSE 97 0.02
Plasma membrane
calcium-transporting
G5E829 ATPase 1 AT2B1 _MOUSE 65 0.02
P02468 Laminin subunit gamma-1 LAMC1_MOUSE 83 0.02
P11087 Collagen alpha-1(l) chain CO1A1 MOUSE 82 0.02
A disintegrin and
metalloproteinase with
P59509 thrombospondin motifs 19 ATS19 MOUSE 63 0.02
Basement membrane-
specific heparan sulfate
Q05793 proteoglycan core protein PGBM_MOUSE 151 0.02
Protein transport protein
Q3UPLO Sec31A SC31A_MOUSE 53 0.02
Sorbin and SH3 domain-
Q3UTJ2 containing protein 2 SRBS2 MOUSE 70 0.02
WD repeat-containing
Q5ND34 protein 81 WDR81_MOUSE 91 0.02
Q61001 Laminin subunit alpha-5 LAMA5 MOUSE 158 0.02
Q61595 Kinectin KTN1 MOUSE 90 0.02
Q62315 Protein Jumoniji JARD2 MOUSE 68 0.02
Q64511 DNA topoisomerase 2-beta | TOP2B_ MOUSE 100 0.02
Folliculin-interacting protein
Q68FD7 1 FNIP1_MOUSE 68 0.02
G-protein coupled receptor
Q6F3F9 126 GP126_MOUSE 45 0.02
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UDP-glucose:glycoprotein
Q6P5E4 glucosyltransferase 1 UGGG1 MOUSE 84 0.02
Intraflagellar transport
Q6VH22 protein 172 homolog IF172_MOUSE 116 0.02
Q7TPV4 Myb-binding protein 1A MBB1A MOUSE 78 0.02
Eukaryotic translation
Q80XI3 initiation factor 4 gamma 3 | IF4AG3_MOUSE 97 0.02
Leucine--tRNA ligase,
Q8BMJ2 cytoplasmic SYLC_MOUSE 61 0.02
Q921M3 Splicing factor 3B subunit 3 | SF3B3 MOUSE 60 0.02
Q90XS1 Plectin PLEC_MOUSE 342 0.02
Cation-independent
mannose-6-phosphate
Q07113 receptor MPRI_MOUSE 124 0.01
Q61789 Laminin subunit alpha-3 LAMA3 MOUSE 181 0.01
U5 small nuclear
ribonucleoprotein 200 kDa
Q6P4T2 helicase U520 _MOUSE 122 0.01
Q8C6K9 Collagen alpha-6(VI) chain | CO6A6_MOUSE 127 0.01
Q8ROWO Epiplakin EPIPL_MOUSE 388 0.01
Pre-mRNA-processing-
Q99PVO0 splicing factor 8 PRP8 MOUSE 145 0.01
Q9D952 Envoplakin EVPL_MOUSE 126 0.01
Q9Qz74 Unconventional myosin-XV | MYO15 MOUSE 188 0.01
A2AAJ9 Obscurin OBSCN_MOUSE | 495 0
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Table S2: Antibodies used for immuno-detection studies

Primary Antibody Type Manufacturer

Anti- FoxJ1 Mouse monoclonal Affymetrix eBioscience (2A5 Cat no 14-9965)

Anti- P63 Mouse monoclonal Santa Cruz BIOteChgT:,!(i?y (4A4, Cat no Sc-

. . Kindly provided by Professor Lora Hooper
Anti- Reg3y Rabbit polyclonal (Cash et al 2006)
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Table S3: Primer sequences and amplicon sizes for end point reverse
transcription PCR

Assay Primer type Sequence (5-3’) Product
size (bp)
Bpifal Forward ACAGAGGAGCCGACGTCTAA 127
Reverse CCAAGAAAGCTGAAGGTTC
Tektl Forward CAGTGCGAAGTGGTAGACG 373
Reverse TTCACCTGGATTTCCTCCTG
MUC5B Forward ATGGTGACCAAGAGCCAAAA 178
Reverse CAGGACTGTTCACCCAGGTT
MUCSAC Forward GCACCAAAGACAGCAGATCA 167
Reverse CTGAGAGGTTTGCAGCTCCT
Lactotransferrin Forward TCTGTCCCTGTGTATTGGT 237
Reverse GTTTCCGGGTGTCATCAAGG
SP-D Forward AAGCAGGGGAACATAGGACC 109
Reverse GCCTTTTGCCCCTGTAGATC
Bpifbl Forward CCCTGACCAAGATCCTTGAA 148
Reverse GAGGCTGGAGTGAGCTTGAG
Keratin 5 Forward ACCTTCGAAACACCAAGCAC 337
Reverse TGACTGGTCCAACTCCTTCC
: . Forward CAAGCAGGAGTCAAACGAG
M Reverse CCTGTAGGTGGCGATCTCAA IS
Reg3" Forward CCTGTCCTCCATGATCAAAGC 250
Reverse GCAGACATAGGGTAACTCTAAGT
Oazl Forward ACAGAGGAGCCGACGTCTAA 274
Reverse CCAAGAAAGCTGAAGGTTC
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